interactions only. However, we note that the prediction accuracy remains pretty constant with higher cut-off threshold levels, and importantly, the relative differences between the different similarity measures remain the same across the spectrum of threshold levels. The effects of varying the cut-off threshold showed similar trends also in the other experimental settings.
Therefore, we chose to report the binary prediction results based on a single threshold only in this data (K d = 30nM), since these are the most potent and clinically feasible targets of kinase
inhibitors, yet showing relatively high degree of kinase inhibitor promiscuity (see Table 1 ). 
